. A schematic of the aptamer enrichment assay. A single aptamer species is incubated with a target cell type (CS2 iRBCs, protease-treated iRBCs, DC-J iRBCs) or a negative control cell type (uninfected, mockcultured RBCs) . A small fraction of the reaction mixture is measured by qPCR to verify the "input" amount of aptamer. After incubation, the reaction mixture is passed once through the inertial microfluidic device, partitioning unbound aptamers from cells. Aptamers bound to the cell surface are eluted and quantified by qPCR as the "output" amount of aptamer. As measured by qPCR, all input samples have identical Crossing Points (Cp) and output samples are dependent on reaction conditions. The difference between input and output Cps (ΔCp) is used to calculate aptamer recovery. Aptamer recovery between target and control cell types (ΔΔCp) is used to establish statistical significance of aptamer enrichment. 
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A GUUACUG CGCUCCUAUACUGGCUCAUUGUGCCCGGCAUCGAGGACAUUG Supplementary Table S2 . Sequences recovered from de novo I-SELEX on malaria-parasite infected red blood cell targets. Clones are grouped by the stringency of the selection from which they were derived: Selection 1 (increased stringency for Rounds 6-8) and Selection 2 (consistent stringency across all 8 rounds). Tested sequences are shown in bold alongside their enrichment values (ΔΔCp) and the statistical significance (P value) of enrichment over scrambled negative control sequences (scr8.1-1 and scr8.2-1).
